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what is claimed is: 

Claims 

1- A method for treatnent of a disease or 
disorder in an organism, characterized by an abnormality 
in a signal transduction pathway, wherein the pathway 
contains a protein with an APB ^omain, comprising the 
step of disrupting or promoting/ interaction between said 
APB domain and its binding part/ner in vivo, 

2 . A method for treating a patient having a 
disease or disorder characterdized by APB binding 
comprising the step of administering to said patient a 
therapeutically effective amount of an agent which 
decreases binding between an kPB recognition region 
present in a first protein aqd an APB domain present in 
a second protein. 

3. The method of ilaim 2, wherein said first 
protein is a receptor tyrosine kinase, said second 
protein is She, and said agent decreases one or more 
activities of said receptor tyrosine kinase. 
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4. The method of claim 3, wherein said 
receptor tyrosine kinase is [selected from the group 
consisting of EGF, HER-2, and TrkA. 
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5. The method of claim 4, wherein said agent 
is a polypeptide comprising an amino acid region able to 
bind to said APB reco^ition region present. 

6. The method of claim 5, wherein said amino 
acid region has at lea4t 3 0% sequence similarity to said 
APB domain present in s\ric . 
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7. The method of claim 5, wherein said amino 
acid region has at least! 20% sequence identity to said 
APB domain present in Shi 
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8. The method bf claim 6, wherein said amino 
acid region comprises said APB domain present in She. 



9 . The meth 
acid region compris0s\ saic 



claim 7, wherein said amino 
^PB domain present in She. 
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10. The meftJiogif^ of Jplaim 3, wherein said agent 
is a polypeptide compylsing ^n amino acid region able to 
bind to said APB domain . 



25 



11. A method for diagnosis of a disease or 
disorder characterized by an abnormal level of 
interaction between an APB reccjqnition region present in 
a first protein and an APB domain present in a second 
protein comprising the step of aetecting said level of 
said interaction as an indicaticA of said disease or 
disorder . 
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12 . The metb 
protein is a receptor 
protein is She. 




210/208 

claim 11 , wherein first 
s/ne kinase and said second 



13 . A method of assa^^ng for agents useful for 
disrupting APB interactions oi/ in the diagnosis of APB 
diseases or disorders comprising the step of measuring 
the ability of an agent tcybind to an APB recognition 
region or an APB domain. 

14. Tl^ meth6d of claim 13, wherein said APB 
domain has an ^afaino afoid region with at least 30% 
sequence similarity /to the She APB domain. 
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15. The/ method of claim 13, wherein said APB 
domain has an amAno acid region with at least 20% 
sequence identi/ty to the She APB domain. 
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I'Sv A purified recombinant polypeptide 
encoding an APB^omain comprising an amino acid sequence 
region of at leasK30% s^Qience similarity or 20% 
sequence identity to^t^ /pB dotfiain present in She, 
wherein said polypept/d^rj^ j?fot full length She. 
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17. The polypeptide ofN^aim 16, wherein said 
amino acid sequence region has at le^t 50% sequence 
similarity to said APB domain. 
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